Ordering

Product Name AT Catalog Number
Samples

QuantideX® NGS RNA Lung Cancer Kit’ 48 49602

QuantideX® NGS RNA Lung Cancer Kit’ 192 49603

“For Research Use Only. Not for use in diagnostic procedures.

Learn More

For more information on the QuantideX NGS RNA Lung Cancer Kit* and other
QuantideX NGS products, please visit our oncology product information page at
asuragen.com/portfolio/oncology.
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QuantideX’

NGS RNA Lung Cancer Kit’

Reduced Labor vs. Commercially Available Kits

’ Unique NGS-in-a-Box™ Solution

’ Best-in-Class Workflow

’ Sample-Aware™ Quality Control

The QuantideX® NGS RNA Lung Cancer Kit* is a clinical research tool enabling
the simultaneous assessment of fusions, exon skipping, and expression
frequently observed in non-small cell lung cancer (NSCLC). Leveraging
our proprietary NGS-in-a-Box™ workflow and Sample-Aware"™ bioinformatics
quality control solutions, this kit offers a simple, sensitive, and reliable
NGS assay for routine investigation of NSCLC samples.

REDUCED COMPLEXITY

o Single assay for broad range of important NSCLC fusion targets
e End-to-end, kitted solution

o Fully integrated data analysis pipeline

OPTIMIZED WORKFLOW

e Reduced labor vs. currently available commercial kits
(>50% Improvement)

« Improved TAT enables higher throughput
o Common workflow across portfolio streamlines training and
implementation
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«  Highly reproducible, sensitive detection of RNA-based fusions Highly Sensitive Detection with Unique Quality Control
e Low input (20 ng) of RNA from FFPE

o Sample-Aware™ bioinformatics analysis and sample quality control

Combining unique primer design with proprietary full process Sample-Aware™ QC, enables high
sensitivity detection of known fusion-positive EML4-ALK synthetic control in as low as 5 copies of TNA
(left). MET ex14 skipping events (e13/e14; e14/e15; e13/e15) are detected in the assay (right).

Broad Range of Important NSCLC Fusion Targets'

Analysis of Fusion-Positive Control
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TContent sourced from: NCCN Guidelines, customer needs, COSMIC, Clinicaltrials.gov, publications & other databases.
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